The title compound, C 21 H 21 NO 5 , crystallizes with two molecules in the asymmetric unit. In each molecule, the central 1,4-dihydropyridine ring adopts a shallow sofa conformations (with the C atom bearing the phenol ring as the flap), whereas the pendant cyclohexene rings both have twisted-boat conformations. Each molecule features an intramolecular O-HÁ Á ÁO hydrogen bond, which closes an S(8) ring. In the crystal, the molecules are linked by O-HÁ Á ÁO, C-HÁ Á ÁO and C-HÁ Á Á interactions, forming a three-dimensional network.
Related literature
For the industrial and pharmaceutical applications of acridine compounds, see: Szymanska et al. (2000) ; Fox & Chanon (1988) ; Groundwater & Munawar (1997) ; Cane et al. (1991) . Table 1 Hydrogen-bond geometry (Å , ). and antitumour agents (Groundwater & Munawar, 1997; Cane et al., 1991) . In this context, we report herein the synthesis and crystal structure of the title compound. In the crystal structure, adjacent molecules are connected by O-H···O, C-H···O and C-H···π interactions, forming a three-dimensional network (Table 1, Fig. 2 ).
Experimental

Crystal data
S2. Experimental
A mixture of ethyl 2-[9-(2-hydroxyphenyl)-1, 8-dioxo-2,3,4,5,6,7,8,9-octahydroacridin-10 : 197.62, 171.23, 156.26, 153.83, 132.81, 128.46, 127.77, 120.23, 117.26, 114.83, 47.93, 36.06, 25.99, 25 .67.
S3. Refinement
The hydroxyl hydrogen atoms were found from a difference Fourier map and the O-H distances were restrained to 0.82 (2) Å, using the DFIX option and included in the structure-factor calculations with U iso (H) = 1.5U eq (O). The remaining H atoms were placed in calculated positions with C-H = 0.93 -0.98 Å, and refined as riding with U iso (H) = supporting information sup-2 . E71, o963-o964 1.2U eq (C).
Figure 1
View of two molecules in the asymmetric unit of the title compound with displacement ellipsoids drawn at the 30% probability level. ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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